
Installing bioinformatics 
software on Linux



Bioconda
Install most bioinformatics software with one command:

conda install -c bioconda [name of software]

To get started, Google:

bioconda lh3



Copy-paste this and Conda is installed.



Other techniques
Linuxbrew/Homebrew:

brew install [name of software]

Classical technique:                linux4biologists.tumblr.com

 wget [url of software]

 tar xf [archive.tar.gz]

./configure

make



Not a substitute to:

● knowing whether software is 
appropriate

● reading its manual


