
  

Twisst: Topology weighting by iterative sampling of sub-trees

Code: github.com/simonhmartin/twisst



  

Part 1: Running Twisst on a simulated set of genealogies

Part 2: Running Twisst on trees inferred from sequence 
data

Part 3: Running simulations in msprime to examine the 
effects on topology weights



  



  



  

(One of ~1055 possible states)
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H. m. melpomene (mpg)

H. m. rosina (ros)

H. m. vulcanus (vul)

H. m. malleti (mal)

H. m. amaryllis (ama)
H. t. thelxinoe (txn)

H. t. florencia (flo)

H. c. zelinde (zel)

H. c. chioneus (chi)

thelxinoeflorenciazelindechioneus rosina vulcanus malleti amaryllis melpomene H. numata

H. melopmeneH. cydno H. timareta
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