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Hannah Augustijnen

Postdoc, Flatt Lab, University of Fribourg, Switzerland
Evolutionary biologist

PhD (University of Basel):

« Speciation in Erebia butterflies.

* Focus onchromosomal O
rearrangements (fusions and
fissions).

Current research:

* |nvestigating adaptive inversion polymorphisms in
the ancestral range of the fruit fly Drosophila |
melanogaster in Africa. Fusion

(INiimie INilN
d1 Hical 1l »

Fission Inversion

What is the adaptive nature of inversion polymorphisms and what are
the mechanisms of (balancing) selection that maintain them?




e Saurav Baral

* Postdoc, Stockholm University
* Evolution of Clock genes in Butterflies
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Scaling up eelgrass restoration for coastal biodiversity:

A framework for climate-adaptive management

My research focuses on evaluating genomic tools and
developing frameworks to enhance seagrass resilience to
climate change.
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Marv Bernal - University of Gothenburg
pd maru.bernal@gu.se




Thomas Baggild -
Research assistant @ University of Copenhagen




llha Byrne

The University of Queensland




Dr. Savio Calazans
saviocalazans@gmail.com

|EAPM

FATaial

do,C:
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Brazil
Field:

*Marine Biology / Bioinvasion / Phylogeography
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Michelle Vera Castellanos

MsC in Ecology and Evolution.
Universitetet | Oslo.
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Trichaptum abietinum

Atlantic ¢
refugium

Interest

* Population genomics
e * Biogeography

% * Phylogenomics

European
(boreal)
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fungi

* Hibridization and speciation in fungi
* Genomic incompatibilities and mating barriers in
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Ruben Cousins Westerberg R
PHD-STUDENT

Systematics of the Hawainian Wikstroemia, Endl., and the

biogeography of sex-determining genes
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@VERTEBRATE
N=BIOLOGY

CZECH ACADEMY OF SCIENCES

PhD topic: Phylogeography, evolutionary history and taxonomy of frogs from the
Congolian forests

Janis Czurda?:2
Supervisor: Vaclav Gvozdik

1Institute of Vertebrate Biology (CAS)
2Masaryk University




Nauras Daraghmeh
PhD student
University of Gothenburg, Sweden

UNIVERSITY OF
GOTHENBURG

University of Bremen
Germany

U Universitat Bremen

Chromosomal
inversions in seaweed
flies

Seaweed (or Kelp) Tly
Coelopa (Fucomyia) frigida

Berdan et al., 2018, Evol. Ecol. (FabriCiUS, 1 805)

University of Gothenburg
Sweden

Germany

University of Technology Dresden

alllase Ellal] asala

KAUST
Saudi Arabia

~|King Abdullah University of
| Science and Technology




How do bottlenecks and sample size
parcs v & T affect hybridization tests??
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Frasella De Martino Fonseca
MSc. Student, University of Oslo, Norway
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| AM VIOLET, LIKE THE BACKGROUND BUT WITH DOUBLE T VIOLETTE

PhD
Forest Ecology

* Population genetics Doublet Violette
Kolar lab - Plant ecological genomics

Charles University, Prague CZECHIA

2"d current Postdoc
- . Genome duplication
‘ * (Comparative genetics

Montpellier, FRANCE

WIS Ve,
icaces, %, 15T Postdoc
* Gene duplication

* Comparative genetics

Adaptation
Convergence




Sebastiano Fava

sebastiano.fava@iusspavia.it

Department of Life and Environmental Sciences,
- Polytechnic University of Marche, Ital
PhD Project: 4 Y Y

Unvelling the genomic drivers of postglacial range expansion dynamics
and evolutionary adaptations in the [talilan endemic amphibian,
Bombina pachypus

CORE

. Zannone Island

Side project:
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~ Ponza Island

—xplore the genomic insights into the population dynamics and
genetic load of the endemic butterfly, Hlpparchla sbordonii,
from the Pontine Islands e
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PhD SDC
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Alice Fornasiero
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52 DI UDINE

PhD at the University of Udine
(Prot. Michele Morgante)

alll.iie Ellall asoly "'c@ﬁj}j

King Abdullah University of
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Science and Technology

Dolomites,
Italy

Edge of the
World, Riyadh

Was there a third cradle of tice (Oryza sp.) domestication in

the AInericas?
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Aftican rice

Purugganan MD. Nat Genet. 2014
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Described as cultivated in Sutinam

Is O. g]um1pzztu]zz a recent escape from an introduced rice?
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PhD student - Marche Polytecnic University =




The Population Genetics and
Short-Term Evolution of the
Zebra Finch Germline-
Restricted Chromosome (GRC)

Taeniopygia
guttata
Diana C. Gonzalez
PhD student
Molecular Biodiversity research group
email: d.gonzalez@leibniz-lib.de
LIB Leibniz-Institut zur Analyse des ﬂMUSEUM
— Biodiversitatswandels P T i [EFTTTT
— BONN UNIVERSITAT [E1al )\



M PLUTENSE Carlota Gracia Sancha
o Museo Nacional de Ciencias Naturales

Integrating genetic connectivity and adaptation in deep-sea Atlanto-
Mediterranean benthic invertebrates for conservation purposes

Porifera and Annelida Genetic Connectivity
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mnco
OBJECTIVES

Genetic diversity and
connectivity

2. Migration patterns
3. Adaptative potential
- Environmental factors
- Microbiome
. Protected area design and
management

Research group l

Department of Biodiversity
and Evolutionary Biology

Riesgo & Taboada Lab
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Climate Change Population Genomics

Danny Hancock, PhD Student

Evaluating vulnerability to climate change in marine

b §
species in the North Sea — Baltic Sea transition zone ‘ Herring
* Steep salinity gradient ‘ {

* Genetically Informed Ecological Niche Modelling
(SENM) .

* Population specific responses

“¥

Lumpfish

a{‘

Turbot

&

v

* Genetic Vulnerability /

* Diversity, inbreeding, genetic load, genetic
offsets

Cod
e Comparative Population Genomics .

e Structural variation, parallel adaptation

’ 2 " Medfinansieret af
11540 Ty At Den Europaeiske Union

Oresund-Kattegat-Skagerrak
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Nicholai M. Hensley
Goes by Niko (he/him)

University of Cambridge

=

"Yf @nikohensley.bsky.social

nikohensley@gmail.com
Kyle McBurnie; Elliot Lowndres



Repeatability
of natural
selection

Sustainability
Education

e i v . W= . : : . e
LA | o2 wrory] vod v R 3 - : . R
:_'-.'.v 73, § ‘-.~',~.. 1 ¢ N | . - Lk ST —'.* -;'_ = e = : Tas - ~d
x e W%l Ly AT vt e N B . s — -
J SEPD A oMt & . . ‘N 4 . —
LA ! ' y %f e.: Wh N e Ny QD - . "'-\—7 - >
- IO L AR BT ) ‘ SETIIN S gy . I e R e :
. 4 o T Py Tl TR ' -~ T — . -~ g = e
. 4 R B W - ot 7 e e PR et S ki e 4
o . <ald L TP . s . oyt - s -._~ - =
2 - - o Ty N - - _d
T -, TN
_ : - . 4 4 b . .
, . e s s ~ 5 -
¥ SN ; ; > ¥ E A
- 2 roa ” \t

PhD Candidate
McGill University, Montreal,

Canada
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Hendry




Sophia Hurtado-Solano

Student of MSc. Biosciences —
Ecology & Evolution

University of Oslo, Norway
sophiahs@Quio.no

Masters thesis: Epigenetic potential and
distribution propensity in Eurasian Passer
sparrows

Ui10 ¢ University of Oslo




Ph Postdoc

Phylogeography of Role of domestication as

" 2014 2027 barrier to gene flow

o allopolyploid wild wheats and
of their transposable elements

. * comparative genomics Stella HUYNH
* phylogeny * structural variants (Charles University, CZ
* comparative genomics * genetic load
Once upon a * niche modeling
time...

senior PI ?

Al generated

the (ittle Stella

Al generated

decided to go on an Postdoc Postdoc
adventure !
Conservation genomics of Early adaptation to

endangered birds polyploidy per se

: ,;3:5-'“ ‘
* demographic modeling * pangenomics

* inbreeding, genetic load 2024, selection scans
* metabarcoding * role of meiosis

AONES



Michaellzumiyama

JSPS Postdoctoral Fellow
Marine Climate Change Unit
OIST - Japan

OKINAWA INSTITUTE
OF SCIENCE AND TECHNOLOGY
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THOMAS KIEBACHER

Germany, Switzerland, Austria, ltaly
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Functional Genomics
Investigating the Gene Regulatory Networks (GRN) of -

Behavioral Plasticity in Daphnia magna

. Aaron Kiggen KU Leuven Belgium

L ABehavior
P

P-valie

4
\LM .
2 ¥ & ‘;; Gene
X o —).‘45 ° ARegulatory -
& 4 o e 'x o ® Network
How do environmental cues, such as fish kairomones, drive Comparative Genomics GWAS of Behavioral Plasticity
changes in GRNs, leading to behavioral plasticity?
e 4 bl
How do these GRNs vary between genotypes of varying behavioral s ':"_-. " 1 ;!,!] §
responses i.e. what is the regulatory variation behind phenotypic | o
« e - Signatures of selection
variation? . ffj“ﬂ ponds x 20 cones = 220 genomes
. . . . . . @ ¢ ronds x 20 chres = 180 :
Are the genes and genomic regions involved in behavioral plasticity .@“ s R A = T - il Jk

also evolving, and what are the mechanisms driving this evolution?



Diatoms in Cryospheric Ecosystems
Research Group at Charles University in Prague

Tyler ). Kohler
group leader

-~ P=(0.1)

Katerina Kopalova

group leader
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postdoc
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) 15kv . X900, 20pm &%

MSc. Jan Kollar, Ph.D. (jan.kollar.phd@gmail.com), DIiCE lab, Department of Ecology, Charles University, Prague, Czech Republic



Bartosz L abiszak

Department of Plant Ecology and
Environmental Protection
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Genetics of migratory direction

Georg Langebrake

Institute of avian research "Vogelwarte Helgoland"

Wilhelmshaven
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Helbig, A. J. (1990) Inheritance of migratory direction in a bird species: a cross-breeding experiment with SE- and SW-migrating blackcaps (Sylvia atricapilla).
Delmore, K., Van Doren, B. M., Ullrich, K., Curk, T., van der Jeugd, H. P., Liedvogel, M. (2023) Structural genomic variation and migratory behavior in a

migratory
phenotype
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Guillaume Lavanchy
Lund University, Sweden
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Evolution of Chirality and Colour in Snalls
Alec Lewis: PhD Student UnlverS|ty of Nottlngham
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How many manzanitas are there? (Arctostaphylos spp.)
Amy Litt, University of California, Riverside USA
amylitt@ucr.edu




Pogonus chalceus, wing-polymorphic tidal and
seasonal ecotypes

Maria A. Madrid-Restrepo, Eco-Evolutionary Genomics Lab m
(with Prof. Steven Van Belleghem)

Genomics, bioinformatics, population genetics,
adaptation, speciation...
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Scientific questions:
1. Genome evolution and function in cichlid fishes

JLS420019.2
GAAGAGattctcaggccetccaaggtttggaggectatecteccacecaccaccacttee
aggtgtcggtocgttggtgattetttgtoteccgggootyggogcgteccaggtacacacceg
atcggggcctctcggectggggecteggtcactcaggecacggetggetgecggeggaget
ccccectggettcrgeteccgeggectgetgagtgageecctcatctgggactctectcage
ctgccecctectgttggtecttecttggtectecttgtgttctgggggectectggatggetygg
pcttcataccctggaggacggggctgtggectccccacactccctagecagatcgttaca
gcatgctgatccacacaggtatgcacacaggtgtacacacgggtattcacagacgcgg
cctagaagcacattgtgcgcectgtctatctigegtgetgcacaatatcgtttattattta
tagctagtttattatgatggtgctgtrtttttttattatgttgectctttgttgtttge
catacaggtgacccaggtgttttgttttttttgtitgetrtttttttetttetttet
accgtctctictccocctriggrtitcttitctctccctectecttcattctttcteccctgtg
cccgtacggaagaggattagggccactgpassaaasaaaasaagaatictgactttaat
tcagaattctgacttitattctcagaatictgactttattctcagaattctgacrrett
CCTGCAGGCTTCCAGCTTCAGTGACAGACGATGTGTCCAGTTTGGCAGGTGGAGAACTAA

2. Meiotic recombination
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Milan Malinsky

Method + software development:

1. Inference of gene flow among populations / species
- Dsuite

Dsuite-fast D-statistics and related admixture evidence from 617

VCEF files
M Malinsky, M Matschiner, H Svardal
Molecular Ecology Resources 21 (2), 584-595

2. Population structure inference
- RADpainter

RADpainter and fineRADstructure: Population 365

Inference from RADseq Data
M Malinsky, E Trucchi, DJ Lawson, D Falush
Molecular biology and evolution 35 (5), 1284-1290

3. De novo genome assembly
- tri1oSGA

- Pipelines for long-read genomes

4. Recombination inference from sperm Hi-C
- Hi-reComb
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Bird Life in the in the Anthropocene:
Understanding convergent adaptation to urbanisation



Red mullet
Mullus barbatus

lj‘ Bluefin tuna Hake

Thunnus thynnus Merluccius merluccius Aptenodytes patagonicus

Population genomics Conservation genomics Seascape genomics
(ddRADseq) from 1373 from modern and ancient (ddRADseq) across the
specimen across 32 genomes Mediterranean

Mediterranean sites

( Life-history strategies’ effect

hzﬁw on fitness through a

EAKEOE

ety 2 forward-in-time simulation
study (SLiM, Haller & Messer)

Supervisor: Emiliano Trucchi
Co-supervisor: Flavia Nitta
Fernandes

EANKE®OE Jﬁ_ﬁ Europe

8360 o M
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“VIB ~ |
h|€m r V Biodiversity A
Genomics s
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Fishing genomes: Empowering and innovating Mediterranean
fisheries with genomic toolbox

PhD student: Piergiorgio Massa

Supervisor: Alessia Cariani
Co-supervisor: Alice Ferrari
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Lingfeng Meng
PhD student
Pl: Thorsten Reusch

in Baltic Cod GEOMAR Kiel, Germany
*@Iingfengmeng.bsky.social

Exploring Structural Variation Polymorphism

with long-read whole genome resequencing >

C TranskEvo N

DFG Research Training Group for G E OMAR

Translational Evolutionary Research
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CarOIine MltChe" Landcare Research
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Evolutionary dynamics of trophic novelty
and transitions

during adaptive radiation

Clement Mlay
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b UNIVERSITAT
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Meier et al 2017




Reproductive isolation, sex chromosomes and speciation in
brown algae

Ectocarpus sp. Scytosiphon sp. Haploid sex chromosomes
E. sub
e O
B./Spx
E. spl
E. sp6 il -
>E. sp7 U V
E'Sp$

What is the genomic architecture of isolating barriers?

Agnieszka Lipinska lab
Max Planck for Biology Tubingen Cécile Molinier MAX PLANCK INSTITUTE

FOR BIOLOGY TUBINGEN
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JSPS Postdoctoral Fellow

Okinawa Institute of Science and Technology
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How will coral reef fish respond to future ocean warming?

2019-Present : OIST PhD and PostDoc —_—) April 2025 : NYUAD PostDoc
Physiology + Genome Assembly + Gene Expression Physiology + Gene Expression + Population Genomics
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Kelsey Moreland SR

PhD student at ‘

Centre for Palaeogenetics, Group of Love Dalén ;{
Zoology Dept Stockholm University

Interested in extinction dynamics and hominin impact on their environment

Currently working on extinction and population dynamics of woolly mammoths
across the last million years from both sediment and physical remains

Previously worked on aDNA recovery from archaeological mammoth ivory,
population genomics in reef-building corals and migratory shorebirds, and creating
modified yeast cells for modelling human diseases
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PhD Student in Plant
Science (Wing Lab)

King Abdullah
University of Science

and Technology (Saudi
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Jana Nickel
PostDoc
University of Oslo
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o Population genomics
o Hybridization
o Adaptation to freshwater

o Mutation load & fitness effects
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P j.h.nickel@ibv.uio.no



How Is variation maintained In
natural populations? LUND

UNIVERSITY

The Common Bluetail Damselfly
(Ischnura elegans)

Sofie Nilen, Lund University



‘ g Dr. Jill Oberski

SENCKENBERG Senckenberg Natural History Museum
North world of biodiversity and Research Institute (Frankfurt, DE)
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T & Hope COLLEGE Hope College (Holland, MI, USA)
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social parasitism
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Hooded Seal

E N ri CO Maria Pe rl i N i (Cystophora cristata Erxleben, 1777)
PhD student, University of Oslo ‘
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Genomic insights into an invasive plant- Self-pollination and homozygosity drive genetic
structure in Lantana camara
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AZTIi Marina Puebla Aparicio

MEMBER OF

& TECHNOLOGY ALLIANCE PhD student at AZTI (Spain)

High-throughput sequencing to inform fisheries assessment: case study of
European sardine (Sardina pilchardus) and black anglerfish (Lophius budegassa) in the
North Atlantic.
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Francesco G. Quadrio
Master's student

<¢ DEGLI STUDI

University of Milan Bicocca,

Dipartimento di Scienze e
Tecnologie per I'Ambiente e il
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University of Oslo,

Center for Ecological and
Evolutionary Synthesis

Email:
francesq@uio.no
f.quadrioi@campus.unimib.it

Discord;
francescoquadrio
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Evolution of a New Trait for GWAS Data
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Exploring the
power of GWAS
through
population
simulations

Diego Salazar
University of Oslo
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Identifying Evolutionary Processes and Drivers
of Rapid Diversification in Dianthus

Bushra Shahid

mzur[Ch Plant Ecological Genetics (PEG) Group under Alex Widmer




Andrea Soler | Nunez
Uppsala University

PhD
Human Evolution
and Genetics

Genomic history, adaptation
and disease in human
populations across Africa

UPPSALA

UNIVERSITET 2024-2028 and time
E/Ivsoclutionar [...] Bronze-to-Iron Age
. y human demographic history
Biology

of Pella (Jordan) using an

UPPSALA .
ancient DNA approach

UNIVERSITET 2022-2024

BSc

U"B Genetics

Universitat Autonoma
de Barcelona

2018-2022
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Vitor C. Sousa g
Universidade de Lisboa, Portugal %{

vmsousa@fe.ul.pt e CHANGE

Global Change and Sustainability Institute

centre for ecology, evolution
and environmental changes

FC Ciencias
ULisboa

Bioinformatics and Population genomics

ﬂ'heory and computationaﬁ 4 Data analysis A

methods

Interaction of gene flow and natural selection

Development of methods to infer demographic history
and selection

Data from experimental evolution and natural
populations




X Daniela Souzar- COSTC]

HKIDXIX
/XN PhD candidate

sase  University of Basel

Demographic and ecological factors shaping
genomic diversity in a cichlid adaptive radiation




Joao Souto - Univeristy of Lausanne

Bachelor and Master

(

Master Thesis
Melo-Ferreira group
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\}L Ancient introgression
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PhD Hobbies
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The impact of introgression on the evolution of species

a Pangenomic approach 9 Recombination

landscapes Ongoing
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Laboratory of Molecular Ecology and Evolution

Jan Stefka

Pfirodovédecka JihocCeska univerzita

fakulta v Ceskych Budg&jovicich
Faculty University of South Bohemia
of Science in Ceské Budéjovice

qr—

.|

L

i, ik
v S

W
"

; =
§y =
—_— g —
= / = 4 ==
= —r —
— / == —_—
= = — ErmEEs

i

{

\

544

C2Z4BRr_Ter
CZaRr_Ter
C21Rr_Tor 4

C260Rr Mo 4§
CZ258¢_Ter

CZe7Rr_ NI
CZ52Re_Nyr

E3

Ter

Z50R1_Me

2250 _Tor
ZZ8Re_Ter
CZ3Rr

C280R:_ Mo

o
s
"
"
§22
z

252R_Nyr
C2ETRr WA
C22Rr_Tor

Population genetics/omics
of

host-parasite co-evolution

-
°
<
-
-
7.5- .} 8
-
- -
=
= £
= .
(=]
=2 *
L %
2.5-
0.0~

Scaffolds




Leyi Su
PhD student (2024.02 - )

Department of Medical Biochemistry and Microbiology,
Uppsala University, Sweden Lo Take-home:
s Leyi loves bird
Using population genomic data to study adaptive | watching!
evolution in natural populations: £

» the genetic mechanism underlying the different -~
Y . . g ! A Y S S 2
male mating strategies in Ruff (Calidris pugnax) A ONEMATSS - o
| j)"riré > pe , -
* the genome evolution in related to ecological . A AR NN
adaptation in Atlantic herring (Clupea harengus) S0 T Ruff (satetlite male)
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Bombus distinguendus Bombus muscorum

Great Yellow Large/ Moss Carder Bee
Bumblebee

. Extinction Risk
. Conservation Strategies
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Gaétan Tressieres
2nd year PhD
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Emiliano Trucchi

Investigating demographic and adaptive processes in-hatural
populations of (mostly) non-model species
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Jakub Vicek

Dep. of Botany, Charles Uni., Prague
Biology Centre & Dep. of Zoology, USB, Budweis




Seward Peninsula

St. Lawrence |.

KAMCHATKA PES

Alexander

Q
//@r ALASKA Archipelago

PENINSULA

Queen Charlotte

AS|A SAKHALIN

Islands
".-.,r RTH
KURIL ISLAND -‘:‘:':4?‘ ’(/67 RICA
HOKKAIDO i)
JAPAN

Hybridization and

\ 5 c : HAWAIIAN ISLAND
Speciation in Northern
Pacific Sea Lions B CENTRAL AMERI
LANDS =
‘Alrya Yakupova PACIFICOCEAN ¢
Ludwig-Maximilians-University, Co’b\bQo?\‘ S50 [ GALAPAGOS
Max Planck Institute for e (l,’¢>\

Biological Intelligence

UVALU

' B T Tary.






